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Why do we need that



Annotation

Figure 1: result by BlastKOALA



KEGG
Kyoto Encyclopedia of Genes and Genomes

https://www.genome.jp/kegg/

Minoru Kanehisa

https://www.genome.jp/kegg/


https://www.kegg.jp/blastkoala/

https://www.kegg.jp/ghostkoala/

• species, genus and family 
• BLAST algorithm
• Dataset from KEGG GENES
• KOALA algorithm

BlastKOALA

• metagenome
• GhostX algorithm
• Dataset with Cd-Hit clusters of viral 

genes
• KOALA algorithm

GhostKOALA

https://www.kegg.jp/blastkoala/
https://www.kegg.jp/ghostkoala/


Really works?

Any good?

Table 1: A comparison of K number assignments for the genome of K. geojedonensis.
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